Impact of TROP-2 and its cellular localization on prognosis of breast cancer in the GAIN cohort ©B€
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Table 1: Baseline characteristics n (%), p-value from Fisher's exact or * Pearson Chi?-
test

TROP-2 is involved in regulating cancer growth and invasion in different tumour types. For 1186 TMA spots valid TROP-2 evaluation was available (Figure 1). The Cutoff Finder identified 70 % as best cutoff for cTROP-2 expression. Parameter All (n=1186) | cTROP-2 p-value
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Figure 2: Staining patterns for TROP-2 antibody SP295. TROP-2 is commonly expressed in breast cancer with its cellular localization differentially affecting survival. Cytoplasmic Yy 412 1175.0) 3 000
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